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Changed the margins * cases «*« ">° »* 
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f down to tho noxtlme. 
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applicant was □ the pnor apphcabon data, or U other 

Add J,h 8 ^d at o,headin g a n d SUbh eadin g s 1 or-C U ,en 1 App,i=a 1 ionDa t a-. 

• , The applicant spoiled out a number instead ol us,ng an ,n«eger. 
Edited the -Number ol Sequences Laid. The appucara u» . . 



, nS er,edcoionsa„e,heading*subh^^ 



D e,e,ed extra, invalid, headings used b,^pp^s« 



— — ^^^ebeginning/endottiles: □ seaetary^en^^ 



Inserted mandatory headings, specify 
Corrected an obvious error in therespo^^ 

Corrected an error in the Number o! Sequences field, spedticaily: 



A Hard Page .( A)Le „a1h:- lield according* (enor 

Deleted end/no stop oo ? „ in ^^^^1-— 

duetoaPatentlnbug). Sequences conected . 

Other: . • 




T^^m^™** ,he flrst °Zt 



DATE' 
TIME: 



1 <110- 



12/28/2002 
20:41:48 



0 ^ 

V 



21 
22 
23 
24 
''5 

26 <120> 



28 
• 29 

30 
31 
32 
33 
34 
35 
36 
37 



APPLICANT: Genentech, Inc. 
Ashkenazi, Avi 
Botstein, David 
Desnoyers, Luc 
Ea ton Dan L . 
Ferrara, Napoleone 
Filvaroff, Ellen 
Fong, Sherman 
Gao , Wei-Qiang 
Gerber. Hanspeter 
Gerritsen, Mary E. 
Goddard, A. 
Godowski, Paul J. 
Grimaldi, Christopher J. 
Gurney, Austin L. 
Hillan, Kenneth, J. 
Kljavin, Ivar^J- 
Mather, Jennie P • 
pan, James 
Paoni, Nicholas F. 
Ro y, Margaret Ann 
Stewart, Timothy A . 
Tumas, Daniel 

Williams, P. Mickey Qr ^ d es and Nucleic 

%&T^< secret* an, Tr— 

Acids Encoding the Same 

CUERE „I pcT/lIS0 0/04414 

npxr.p FILING DATE: 19 9 * u 2 n 5 g4 

p PIOP FILING DATE- PCI /„S9 9/2 0 94 4 

»££ ;«LICAT!0» NUMBER: ,«/••■*"«•• 



<130> 

<140> 

<.141> 
vl50> 
■.151: 
-:1.50 - 
..151-- 
■;150> 
■ :151> 
,150> 
<.151> 
i <.15C» 
) .151> 
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- : 1 5 0 - 
•:151 • 
.:150- 
<151' 
<150' 
<151 
•;15 0 



<151> 
<150> 
<151> 

<1 -■!> 



<1F.1> 

<l r jO> 
<151> 
<150> 
<151> 
<150> 
<151> 
<160> 
<210> 
<211> 

<212> 
i <;213> 

^400> 



^/"."Kr US/09/903,9^ 

- , N .\«:f3\02192002\I903943A.raw 
;;r; i rse t ::; N "-3 X X0 22 8 2 00 2 X I9 03«3,.ra„ 

PRIOR APPLICATION NUMBER 

PR10R nlIK= »^ ™mbER:%S/OS99/30095 

PRIOR APl'i^^— N - ^ 

PRIOR FILING DATE : J-^ r " ^ /uS9 9/30911 
PRI0 R APPLICATION NUMBER. IC / 
PRIOR FILING DATE '- ^ 9 ER 12 pcT /US99/30999 
PRIOR APPLICATION ^MBER. PCT/ 
PRI0 R FILING DATE: 1999 1 — 0/00219 
PRIOR APPLICATION ^5 
PRIOR FILING DATE: 2000 01 
NUMBER OF SEQ ID NOS : 423 
SEQ ID NO: 1 
LENGTH: 1825 
-IYPE: DMA . 
ORGANISM: Home sapiens 

SEQUENCE: 1 attgaattcc ccggggatcc 

actgcacctc ggttctatcg ccgcaggacc 
gacccacgcg tccgggccgg cgc cgggccg 
cccgcagcgc tacccgccat J gccaagaa gc 

ctgctgctgc tgccg-ccgc gecg^gg atggtgg 
egggggctgg tggacaagt acg ctgtccaa gt 

ggegggaaca ^^ gg gctgtgcgag ageagegact 
ctgctggaga tcctggaggg g * tggctgeage 
gaggegcagg *Lgacactg aaagtgtgct 

ttattcgagt ^tttgtgt g * cagaggccct 
cccgactgtc tcgcatgcca 9 J tcctgccggt 
ageggagatg ggagcaga- gg eg eggg 
ccgctgtgca ctgactgeat W acg tgctcgg 
atetgeacag ccrgtgacja J gcgcct _ 
ggcgaqtgtg aagtgggctg ggtgc gg q tgta 
feggegage cgcctccct cag^t ^ 
acgtgcgaag agtgtgact ca * cac ggacagt 
aaagagtgta tctctggcta cgcgaggg^ aacgaaaact 
tcactagcag aawaa.^d Zagcttcgaa gaaacggaag 
tacgtctgtg tgtgtcctga ^gctt 9 a cacagctgc 
gaggctgaag ocacjg^ agaaag^g a&ggatgt 
tgtgccggac - ga cagcggcg gggagaggct 

ggatgccgtc tcctg-aj , y 



DATE: 02/28/2002 
TIME: 20:41:48 



tctagagatc 
tggagctccg 
cgctggggct 
cgacgccctg 
ccgcaaagaa 
acgagtccag 
tegaatgeaa 
tgaagagega 
gctctccagg 
geagegggaa 
gccacatggg 
teeggaaega 
gcctgaccaa 
gtgLggatgt 
agaacgecaa 
gggaaggece 
gtgcagatgt 
gctacaatac 
atgcctgtgt 
cctcccgcga 
cgtggaaaat 
gcctgctctc 



cctcgacctc 60 
getgegtctt. 12 0 
cctgccgctt 180 
ccaccggtgc 240 
gaactttggc 300 
egagattege 360 
teagatgeta 420 
atatcctgac 480 
aacctaeggt 540 
tggccactgc 600 
gtaccagggc 660 
gacccacagc 720 
cagagactgc 780 
gqacgagtgt 840 
cggctcctac 900 
aggaaactgt 960 
ggacgagtgc 1020 
tccagggagc 1080 
aocqccggca 1140 
agacctgtaa 1200 
gtggccctga 1260 
taacggttga 1320 
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9 5 
96 
97 
98 
99 
10 0 
101 
102 
104 
105 
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107 
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109 
110 
111 
112 
113 
114 
115 
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117 
118 

n 9 

120 
121 
12 2 
12 3 
124 
125 
126 
127 



DATE ' 02/28/2002 
Output Set: N:\CRFi\ cttq tatatt 1380 

~ s» rrr,r 9 
ssg is - 
ssss r= sssss «^n»-s 
•^v^ul^ss r= 9 c «««~ - 

tcagtwggg tgtggaaag 
ctcLttagt cagcaaccca gtttt 
2 10> SEQ ID NO: 2 
ni> LENGTH: 35 3 
TYPE- PRT 

^3> ORGANISM: Homo sapiens ^ ^ ^ ^ 

»nn^ SEQUENCE : 2 Le u Gly Leu LJ ' r " " T 5 

10 prQ Thr Pro cys His 

1 D A i a Pro Glu Ala Ala Lys Lys Pro 

* „ rlv Leu Val Asp Lys Phe Asn 
" 9 *f 5 t sly G f y „n T,r *!. Trp CL Glu I*. T»r 

— pheGlyG - . 

75 



50 n QoT . qer Glu He Arg Leu Leu biu 80 

75 Glu Ala 

65 i Cor ser Asp Phe Glu Cys Asn Gin g5 

Gly Leu cys Glu Ser Ser P ^ ^ ^ ^ ^ ^ ^ 

110 



128 


145 


129 


Gin G 


130 




131 


Cys T 


132 
133 


His f 


134 




135 


Leu r . 


136 




137 


Glu 


138 


22 5 


139 


cys 


140 






Glu 


142 




143 


Asn 



8^ - 
, ^„ Leu Glu Ala Trp Trp l 

Gln ^ 100 h rvs ^1 Lys Thr Leu Lys Val Cys Cys 

xon Phe Glu Trp Phe Cys Val by 
Pro Asp Leu Phe ^ Ser 

Tyr Gly Pro Asp Cys Leu Ala Cys 
S er Pro Gly Thr ly i Ser Arg 

130 , sn G iy His Cys Ser Gly as P igQ 
Gin Arg Pro Cys Ser Gly 155 ^ ^ ^ ^ 



165 



170 



17 5 



180 



185 



190 



195 



205 

! val Gly Trp Val Leu Asp 



215 



240 



230 
G ln Phe Cy 
245 



qpr Tyr Thr Cys 
; Lys Asn Ala Asn My Ser Ty ^ 

. rA.r Pro Gly 



260 



265 



270 
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DATE : 0 2/28/2002 
» srrf3\O21«0O2\I903943A.ra» 
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i Mi 



Glu Lys Thr Cys VaL 



Ara Lys 



149 
150 
151 
152 
153 

155 <210? 

156 <231> 

157 <212: 

158 <213: 

159 <400: 
160 
161 
162 
163 
164 
165 
166 
167 
168 
169 
170 
171 
172 
173 
174 
175 
176 
177 
178 
179 
180 



185 
186 
187 

189 
190 
191 



Asp 
Glu 



Asp Val Asp Glu Cys ^ - ^ 
£S*» Cys T yr — ProOly Ser^-a, . 

n ^ "hr Glu Asp Ma cys Val Pro Pro ^ 
G1Y ' 325 Thr HI Le u Pro Ser Arg Glu Asp 

Ala Thr Glu Gly Glu Ser Pro Thr Gin 

340 



Leu 

SEQ ID NO: 3 
LENGTH; 2206 
TYPE: DNA . ^ 

. ORGANISM: Homo sapien: 
. SEQUENCE: 3 
caggtccaac tgcacctcgg 
tcgacctcga cccacgcgtc 
aacagccctg gctgagggag 
qgtgcggcac gaggagtttt 
gcgccttccc tgccgccgcg 
gggcggaggc cgggccgccg 
caagagtact cataggattt 
cttttacaca tgatttcaga 
SScatgaa ttttacctgg 
ccttgcgctc cctggataaa 
gaacagrgcc tcacaaggca 
atggggtggc ^gcatttgaa 
tccaaacacc tcaaaatgct 
qgt gccgaaa tggaggcttt 
Icggacctca ctgtgagaaa 
tgactcctgg tttctgcatc 
actgctcaac cacctgcttt 
ci-ccaggact agagggagag 
gaggtaaatg cattggtaaa 
gttcaaagcc tgtctgcgag 
Ltgccaatg tcaagaaggt 
tcatacatgc cctgagg^ca 
aggccgagga gcggcgggat 
aaacgtttta agttacacca 
aaataatgtt cattacactt 
actgagctga tatttactct 
Sgattttct tgtttcagtg 
aaattttcag tgtgtagttg 
gggcagggga acatcagaaa 
atggtgcagt taatgu ? 
ttgttacatt tttaaaaatt 
^tar.cattat tccagagatt 
ttaaacaata taatatattc 
qcat tgqctt gaagcaatat 



ttctatcgat 
cgccaggccg 
ctgcagcgca 
cccggcagcg 
ctctggctct 
caggaggaga 
gaagaagata 
aaagcgcaac 
caagctgcag 
ggcatcatgg 
tcagttgttc 
gtggatgtga 
atcttcttta 
tgtaatgaaa 
gccctttgta 
tgcccacctg 
aatggaggga 
cagtgt-gaaa 
agcaaatgta 
cctggctgtg 
tggcatggaa 
gcaggcgccc 
ccacctgaat 
agttcatagc 
aagaatactg 
tccttttaag 
ctttgggaca 
gcagatattt 
ggttaaattg 
gttacagcat 
gctcttaatt 
cagtattaaa 
taaacacaat 
aatatartgt 



tgaattcccc 
ggaggcgacg 
gcagagtatc 
aggaggtcct 
ggagcatcct 
gcctgtacct 
tcctgattgt 
agagaatgcc 
ggcaggcaga 
cagatccaac 
aagttggttt 
ttgttatgaa 
aaacatgtca 
gacgcatctg 
ccccacgatg 
gattctatgg 
cctgtttcta 
tcagcaaatg 
agtgttccaa 
gtgcacatgg 
gacactgcaa 
agctcaggca 
ccaattacat 
ctttgttaac 
gcctgaattt 
ttttctaagt 
gattttatat 
tcaaaattac 
ggcaaaaatg 
ttcagatttt 
tttaaactct 
aaaaaaaaaa 
gaaataggga 
aaacaaaaca 



ggggatcctc 
cgcccagccg 
tgacggcgcc 
gagcagcatg 
cctgtgcctg 
atggatcgat 
ttcagagggg 
agctattcct 
atacttctat 
cgtcaatgtc 
cccatgtctt 
ttctgaaggc 
acaagctgag 
cgagtgtcct 
tatgaatggt 
agtgaactgt 
ccctggaaaa 
cccacaaccc 
aggttaccag 
aacctgccat 
taaaaggtac 
gcacacgcct 
ctggtgaact 
ctttcatgtg 
tattagcttc 
acgt.ctgtag 
tatgtcaatt 
aatgcattta 
cgtaagtcac 
attgtcagat 
caatacaata 
ttacactgtg 
atataatgta 
cagctcttac 



tagagatccc 
tctaaacggg 
aggttgcgta 
gcccggagga 
ctggcactgc 
gctcaccagg 
aaaatggcac 
gtcaatatcc 
gaattcctgt 
cctctgctgg 
ggaaaacagg 
aacaccattc 
tgcccaggcg 
gatgggt-tcc 
ggactttgtg 
gacaaagcaa 
tgtatttgcc 
tgtcgaaatg 
ggagacctct 
gaacccaaca 
gaagccagcc 
tcacttaaaa 
ccgacatctg 
ttgaatgttc 
attataaatc 
catgatggta 
gatcaggt-ta 
tggtgtctgg 
aagaatttgg 
atttagatgt 
tattttgacc 
gtagtggcat 
tgaacttttt 
ctaataaaca 



120 
180 
240 
300 
360 



540 
600 



840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 



1740 
1800 
1860 
1920 
1980 
2040 
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DAT E : 02/28/2002 

r E r^o"- — TIBE; 2I: " 41:48 

... . nn iQiu raw 

input- 
Output S 



raw 
raw 



1^5 
196 

!,8 -210> 

199 -211> 

200 <212> 
2 r } \ <?13> 
202 <400> 
203 
204 
205 
2 0 6 

208 
21)9 
210 
211 
212 
213 
214 
215 
216 
217 



224 
225 
226 
227 



Output Set: N:\CRF3\0 , tttttqq aaaaaaaaaa 2100 

— K£ jsea ~~ ss 

-is » — — 

SEQ ID NO: 4 
LENGTH: 379 
TYPE: PRT 

ORGANISM : Homo sapiens ^ ^ ^ 

SEQUENCE: 4 p Ala Ala nla ^e- . 

Me? Ala ^g Arg Ser Ala 1Q ^ ^ 

Cvs Leu Leu Ala Leu Arg Ala Glu Ala Gly ^ 

116 ^ ^ To e ^,a H — - ValL6U 

nlu Glu ser Leu Tyr Leu u, ^ ^ . . . ^ Lvs Met Ala 

35 T T , Tie Val Ser biu ^x. j 

Ile Gl» Ph. ™ % - ^ Het pro ftl a lie 

50 . nT - n lvs Ala Gin bin Arg 8Q 

65 , „,. ™ r Met Asn Phe Thr Trp Gin ^ 

A1 . Glu Tyr Phe Lyr Glu Phe Leu Ser „ 

10° n val Pro Leu Leu Gly Tnr 

nr-r Thr Val Asn vai f iU 12S 

His Lys Ara Se. u5 i ^ Ser GiU 

I 30 , Ala Phe Glu Val ASP Vai u« ^ - 160 

ASP Gly Vat axa A.a 5 ph£ Lyg Thr 

145 _ „ cln Thr Pro Gin Asn Ala «. 

170 oly phe cys 

ai» rlu Cys Pro Gly Gly Cys a y 19Q 
Cys Gin Gin Ala Giu W 1Q5 His 

180 „ Drn asp Gly Phe His biy 

* Jra He Cys Glu Cys Pro Asp 
Asn Glu Arg Arg 2Q0 Leu Cys 

195 rvq Thr Pro Arg cys Met Asn Giy 

cys Glu Lys Ala Leu Cys Thr ,0 ^ ^ 

210 rx7C; Ile cvs Pro Pro Gly P^e / 24Q 

v.! Thr Pro Gly Ph. Cys . 3 cly Thr cys 

225 r r „ q SPr Thr Thr C^s Pne « ^ 

cys Asp Lys Ala An c,s . 

rw LVS Cys He Cys Pro Pro - 

cln £ cys Ar, Asn Gly Gly Lys cys 
cys Gin Lie ser Lys cys Pro - 

U. Cly Lys ser Lys cys Lys cys 01y Ihr 

290 „ val cys Gin Pro Gly cys Gly 320 
cys ser w . Pro val cy^ ^ G1J ftrg Hi. 

S G1 n Pro Asn Lys Cys Gin Cys Gin Glu 
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DATE: 02/28/2 002 
TIME: 20:41:49 



input Set 



N .\Crf3\02192002\l903943A.raw 
i H:\CHF3\02282002\l903943A.raw 



Dlp3se review the 

0se of n and/or Xaa have * ^ corIespondl ng explana ^ ^ ^ 

f^SroreS se^ce which preset 



Seq# 
Seqt* 
Seq# 
Seq# 
Seq# 
Seq# 
Seq* 
Seq* 



13; N Pos 
26; N Pos. 21 
50; N Pos. 61 
113 ■ n POS . 1461 
N Pos. 1837 



33,37,80,94,144,18 



131; 
174; N Pos 
175; Xaa P 



1683 
>s. 539 

973 , 977 ,996 , 10U 1 
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